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1 <110> APPLICANT: Conseiller, Emmanuel 

2 Debussche, Laurent 

3 Gallagher, William 
TITLE OF INVENTION: Polypeptide (MBPl) Capable Of Interacting With Oncogenic 

P53 Protein 



^T FILING DATE: 2004-01-20 
APPLICATION NUMBER: US/09/829,936 
FILING DATE: 2001-04-11 
APPLICATION NUMBER: FR9812754 
FILING DATE: 1998-10-12 

^ OF SEQ ID NOS: 33 

\RE: Patentin version 3.1 

D NO: 1 

i: 23 
DNA 



OTHER INFORMATION: Oligonucleotide 5'-l(p53) 
SEQUENCE : 1 

agatctgtat ggaggagccg cag 23 
SEQ ID NO: 2 
LENGTH: 29 
TYPE: DNA 



SEQUENCE: 2 

agatctcatc agtctgagtc aggcccttc 29 
SEQ ID NO: 3 
LENGTH: 15 
TYPE: DNA 



UENCE: 3 

ggggcagtgc ctcac 15 
* ID NO: 4 
GTH: 15 
E: DNA 



4 


<120> 


Mutants 


Of The 


5 




6 


<13 0> 


7 


<140> 


8 


<141> 


9 


<150> 


10 


<151> 


11 


^ 1 C A •.^ 

<lbO> 


±z 


<lol> 


±3 


<lo0> 


14 


<1 /U> 


±o 


<Z±\J> 


± / 


<zx±> 


1 Q 


O 1 o ^ 




<^±.^> 


20 


^ o O A «^ 

<220> 


21 


<223> 


22 


<400> 


23 




25 


<210> 


26 


<211> 


27 


<212> 


28 


<213> 


29 


<220> 


30 


<223> 


31 


<400> 


32 




34 


<210> 


35 


<211> 


36 


<212> 


37 


<213> 


38 


<220> 


39 


<223> 


40 


<400> 


41 


i 


43 


<210> 


44 


<211> 


45 


<212> 


46 


<213> ( 


47 


<220> 



file://C:\CRF4\OUTHOLD\VsrJ759256.htm 



3/3/05 



Page 2 of 8 



RAW SEQUENCE LISTING DATE: 03/03/2005 

PATENT APPLICATION: US/10/759,256 TIME: 12:51:31 

Input Set : N:\Crf3\RULE60\10759256.raw.txt 
Output Set: N:\CRP4\03022005\J759256.raw 

48 <223> OTHER INFORMATION: Oligonucleotide W248 3' 

49 <400> SEQUENCE: 4 

50 gggcctccag ttcat 15 

52 <210> SEQ ID NO: 5 

53 <211> LENGTH: 15 

54 <212> TYPE: DNA 

55 <213> ORGANISM: Artificial Sequence 

56 <220> FEATURE: 

57 <223> OTHER INFORMATION: Oligonucleotide H273 3» 

58 <400> SEQUENCE: 5 

59 acaaacatgc acctc 15 

61 <210> SEQ ID NO: 6 

62 <211> LENGTH: 15 

63 <212> TYPE: DNA 

64 <213> ORGANISM: Artificial Sequence 

65 <220> FEATURE: 

66 <223> OTHER INFORMATION: Oligonucleotide G281 3' 

67 <400> SEQUENCE: 6 

68 gcgccggcct ctccc 15 

70 <210> SEQ ID NO: 7 

71 <211> LENGTH: 23 

72 <212> TYPE: DNA 

73 <213> ORGANISM: Artificial Sequence 

74 <220> FEATURE: 

75 <223> OTHER INFORMATION: Oligonucleotide 5 '-73 

76 <400> SEQUENCE: 7 

77 agatctgtgt ggcccctgca cca 23 

79 <210> SEQ ID NO: 8 

80 <211> LENGTH: 1021 

81 <212> TYPE: DNA 

82 <213> ORGANISM: Artificial Sequence 

83 <22 0> FEATURE: 

84 <223> OTHER INFORMATION: Murine MBPl C-term fragment 

85 <220> FEATURE: 

86 <221> NAME/KEY: CDS 

87 <222> LOCATION: (1) . . (885) 

88 <400> SEQUENCE: 8 
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Leu 


Thr 


Val 




142 






275 










280 










285 










143 


ttt 


gtg 


gga 


gee 


tat 


aee 


ttc 


tgaagaccet cagggaaggg eeatgtgggg 


915 


144 


Phe 


Val 


Gly 


Ala 


Tyr 


Thr 


Phe 






















145 




290 










295 






















146 


gccccttccc cctcccatag cttaagcagc cccgggggcc 


tagggatgac cgttctgett 


975 


147 


aaaggaacta tgatgtgaag gacaataaag ggagaaagaa 


ggaaaa 








1021 



149 <210> SEQ ID NO: 9 

150 <211> LENGTH: 295 
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151 <212> TYPE: PRT 

152 <213> ORGANISM: Artificial Sequence 

153 <220> FEATURE: 

154 <223> OTHER INFORMATION: Murine MBPl C-term fragment 

155 <400> SEQUENCE: 9 
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195 <210> SEQ ID NO: 10 

196 <211> LENGTH: 39 

197 <212> TYPE: DNA 

198 <213> ORGANISM: Artificial Sequence 

199 <220> FEATURE: 

200 <223> OTHER INFORMATION: Oligonucleotide C-myc 5» 
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201 <400> SEQUENCE: 10 

202 gatccatgga gcagaagctg atctccgagg aggacctga 



39 



204 <210> SEQ ID NO: 11 

205 <211> LENGTH: 39 

206 <212> .TYPE: DNA 

207 <213> ORGANISM: Artificial Sequence 

208 <220> FEATURE: 

209 <223> OTHER INFORMATION: Oligonucleotide c-myc 3» 

210 <400> SEQUENCE: 11 

211 gatctcaggt cctcctcgga gatcagcttc tgctccatg 39 

213 <210> SEQ ID NO: 12 

214 <211> LENGTH: 45 

215 <212> TYPE: DNA 

216 <213> ORGANISM: Artificial Sequence 

217 <220> FEATURE: 

218 <223> OTHER INFORMATION: 5' MCS oligonucleotide 

219 <400> SEQUENCE: 12 

220 gatctcggtc gacctgcatg caattcccgg gtgcggccgc gagct 45 

222 <210> SEQ ID NO: 13 

223 <211> LENGTH: 37 

224 <212> TYPE: DNA 

225 <213> ORGANISM: Artificial Sequence 

226 <220> FEATURE: 

227 <223> OTHER INFORMATION: 3' MCS oligonucleotide 

228 <400> SEQUENCE: 13 

229 cgcggccgca cccgggaatt gcatgcaggt cgaccga 37 

231 <210> SEQ ID NO: 14 

232 <211> LENGTH: 22 

233 <212> TYPE: DNA 

234 <213> ORGANISM: Artificial Sequence 

235 <220> FEATURE: 

236 <223> OTHER INFORMATION: Oligonucleotide 3' mMBPl 

237 <400> SEQUENCE: 14 

238 cggtactggc agaggtaact gg 22 

240 <210> SEQ ID NO: 15 

241 <211> LENGTH: 1513 

242 <212> TYPE: DNA 

243 <213> ORGANISM: Artificial Sequence 

244 <220> FEATURE: 

245 <223> OTHER INFORMATION: MBPl murine (complete sequence) 

246 <220> FEATURE: 

247 <221> NAME/KEY: CDS 

248 <222> LOCATION: (49) (1377) 

249 <400> SEQUENCE: 15 

250 gctgtggcag aaacccctga cttctgccca ccacctccca gcctcagg atg etc cct 57 

251 Met Leu Pro 

252 1 

253 ttt gcc tec tgc etc eee ggg tet ttg etg etc tgg geg ttt ctg ctg 105 

254 Phe Ala Ser Cys Leu Pro Gly Ser Leu Leu Leu Trp Ala Phe Leu Leu 
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Invalid Line Length: 
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